DRAWINGS AMENDMENTS 

The attached 13 sheets of drawings include changes to the numbering of Figures 7-14. 
Figure 8 is now 7; Figure 9 is now 8; Figure 10 is now 9; Figure 1 1 is now 10; Figure 12 is 
now 11; Figure 13 is now 12; and Figure 14 is now 13. 
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/ AGGGAGGATTCGATGCAATAATGCMGTCATGACTTGTGAGAAAGAAATAGGGTGGAGACCTGGCTCMG 70 
KGGFDAIMQVMTCEKEIGWRPGSR 

GCGTATAATTGTTCTGTGCACCGATTCCCCATATCACAGCGCTGGTGACGGCAAAATGATAGGCATTATC140 

RIIVL CTDSPYHSAGDGKMIGII 
AAACCCAACGACATGTTATGCCACTTAAAGGGACAAAAATATGAAGCAGAAATGGCCCAAGATTATCCAT 210 

KPNDMLCHLKGQKYEAEMAQDYP 
CTGTGAGTAAAATAAATAAAGTAGCAAAGCAAGGAAAATTCGGTATCATAITCGCTGCTTTGGCTGAGGT 2 8 0 
SVSKINKVAKQGKFGIIFAALAEV 

CCGTGATGTTTATACCTTGTTAGCGGAACAAATAGTCGGAGCTGAGTACGCCGAACTGAAGAAACAGAAG 350 
RDVYTLLAEQIVGAEYAELKKQK 

TCAAATATTGTAGAGATCATTATAAAAGCGTACCAACGCAGCGTTCGAAGTATCAAATTGGATTATGACA 420 

SNIVEIIIKAYQRSVRSIKLDYD 
TACCTTCATTCGITAQACTGAAACTTAATCAAAGTTGTGACGGGACACCAATTAATTGTGCCAGCACCTA 490 
IPSFVRLKLNQSCDGTPINCASTY 

TGAAAATCCAGTGGTTACAATTCCGGCTATTCTAGAGGTTAAAGAATGTCCTAAAGAAAATAAAACACAT 560 

ENPVVTIPAILEVKECPKENKTH 
GAGCTTGTTATTAACCCTGTGTCTTTAAATGACAAATTAATAATTAAATTGGAAGTCATCTGTAAATGTG 630 

ELVINPVSLNDKLI IKLEVICKC 
ACTGTGAAGTCAAAAGTGATATAAGTTCAAGATGTAATAATGCAGGATATATACAGTGTGGTATCTGCAA 700 
DCEVKSDISSRCNNAGYIQCGICK 

GTGTCTCGATTCAAG1TATGGCGACGAATGTCAGTGCAGCGTTACATCTTCGGGGGTGGCTAATAAGGAG 770 

CLDSSYGDECQCSVTSSGVANKE 
AAAGATGACGCCAAATGCCGTAAGGATCTAAATGACATAGTACTGTGTAGTGGGAAAGGCGTATGTATGT 840 

KDDAKCRKDLNDIVLCSGKGVCM 
GTGGTAAATGTACTTGTAACCCTGATCGTTCAGGAAAATATTGCGAATTTGACGATAAGGCATGCGATAA 910 
CGKCTCNPDRSGKYCEFDDKACDN 
TCTTTGCTCAAACCATGGGATTTGTACCTTAGGCTCATGCCAGTGCGATAGCGGTTGGTCTGGAAATGAT 980 

LCSNHGICTLGSCQCDSGWSGND 
TGCGGTTGTCCAACTAGTAACACAGACTGCTACGCTCAATACTCTGAGGAGGTTTGTTCTGGCAACGGTG 1050 

CGCPTSNTDCYAQYSEEVCSGNG 
AATGTGTATGCGGAAATGCCAATGTGCGAAGGTTAAAGGAAAAAACGAAACGTACGCAGGAGTATTTTGT 1120 
ECVCGNANVRRLKEKTKRTQEYFV 
GA(^CATGCAATGACTGC(^TCAAAATATTCTAAAGCCCTCGAACCAAATGTAGAATGTAACTACATAC 1190 

THAMTANQNIVKPSNQM. NVTTY 
AAGGTCTAGAAACTTGTGATAAGATTTACAACAATACAGAAAACAATGTTGTTATAAAAATGGTCAACAA 12 60 

KV . KLVIRFTTIQKTMLL . Kff ST 
AACAGAAATTAATTCGCCTAAATGGAGTGGCGCTACTTGGTGCAAAAAAGTAATAGAGGACGGCAGTTTT 1330 
KQKLIRLNGVALLGAKK. .RTAVL 
ATAATATTCAGATATTATCATAACGCAACGACGCACGGGTTGCATATAATCATTCAAACGGAACCAGAGG 1400 

. YSDIIITQRRTGCI . SFKRNQR 
CACCTCCAATAGGAAATAAGTGGATTGCCCTCATCAGTTGCATAGTGGCTGTAGTACTCATTGGCTTGTT 1470 
HLD.EISGLPSSVA.WL.YSLAC 
GACGTTGATTGCGTGGAAGATCCTCGTAGACTTGCACGATAAAAGGGAATATGCCAAGTTGA 1532 
. R . LRGRSS . TCTIKGNMPS . 
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